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Abstract: The thermotolerant bacterial flora in Daqu contains various enzyme systems, which considerably influence
the production of flavor substances in liquor. The high-temperature enrichment method was used to isolate the target
thermotolerant bacterial flora from Daqu, which was subsequently incorporated into bran koji and utilized in the brewing
process of Xiaoqu liquor. The functions of the Daqu thermotolerant bacterial flora in Xiaoqu liquor under three high-
temperature conditions were preliminarily explored. Microbial structure and diversity were analyzed using 16S rDNA
sequencing, and the effect of moisture content on bacterial biomass in bran koji was investigated. The results showed that
the thermotolerant bacterial flora, dominated by Bacillus, present in Daqu was successfully transferred in bran koji and

530k K

IR AT 5, R, A K R A B AR B LT /D ittt i e P (9] B B R, 2024,40(4):64-72.

YING Chao, REN Zhiqiang, ZENG Bo, et al. Enrichment of thermotolerant bacteria in Daqu and its application in
Xiaoqu liquor [J]. Modern Food Science and Technology, 2024, 40(4): 64-72.

Yk HER: 2023-05-05

E2WmB: WIREIAFANEERREFTES (LICX2022-3) ; M) EREIFHEEFITIRZIE (23MZGC0042) ; ERIBEEYIRARK
MAMIEESLWERABESTE (NJ2022-07)

EE "M R#B (19990, B, AIEMEMRE, MHRFE: XBIFE, E-mail : 1090246642@qq.com

BIVEE: DES (1980-), &, fiit, SKXWIH, FARAE: EREERARRFEA, E-mail: wei_chunhui@suse.edu.cn

64




MK EBBHT

Modern Food Science and Technology

2024, Vol.40, No.4

became dominant. The increase in enrichment temperature within a certain range also led to an increase in the proportion of

thermotolerant bacteria. When the moisture content was 55%, the bacterial biomass in bran koji was up to 8.52 x 10'° CFU/g.

Brewing experiments using Xiaoqu liquor revealed that the optimal Xiaoqu liquor produced by brewing led to an increase

in the liquor yield by 3.7%, a decrease in the content of higher alcohol by 27.27%, and an increase in the ester content by

23.07%, compared with the control group.
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Table 1 Daqu, Daqu enrichment liquid and « diversity of bran koji flora

R1 K. KHEERRFKHEFSHE

EEi3 A7) Ace 84 Chao 84% Shannon 4§ #& Simpson 4§ 4

DQ 37267 £454 169.11 £ 2.11 166.52 £2.08 3.46£0.03 0.06 £0.00
BF 55 33 086 £ 363 35.52+£0.45 18.54+£0.27 1.28 £0.01 0.46 £0.05
BF 60 38 670 £ 488 26.61 £0.37 24.63 £0.34 1.25£0.01 0.46 £0.04
BF 65 33707 £ 378 14.12+£0.23 14.51+£0.24 0.80 £0.01 0.66 £ 0.05
FQ 55 41 343 £ 497 152.84 £1.88 150.81 £ 1.86 3.31£0.03 0.07 £0.00
FQ 60 35244 £428 81.91 £0.96 85.25+0.94 3.01 £0.04 0.08 £0.00
FQ 60 30 584 £330 78.69 £ 0.87 77.75 £ 0.86 2.66 £0.02 0.13£0.01

72: DQ X A& KW ; BF 55. BF_60. BF 65 2 31/X& 55. 60. 65 C&MHToRi's £i&; FQ 55. FQ 60. FQ 65 %#I4X
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Fig.7 Effects of heat-resistant bacteria on contents of

higher alcohols and total esters in Xiaoqu liquor
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Table 2 Effects of different heat-resistant bacteria on the content of higher alcohols in Xiaoqu liquor

& 485 4= /(mg/L)

= B
= A FQ 55 FQ 60 FQ 65
IEREE 56.21+0.51° 41.19 +0.42° 36.69 +0.31° 27.14 +0.22°
ST 110.29 +0.94° 92.77 +0.93 79.48 +0.74° 74.66 + 0.64°
RN B 1021.33 £9.80° 880.14 +8.71° 861.38 + 8.62° 850.47 = 8.41°
R 55.21+0.51° 39.87 +0.42° 33.87 +0.30° 25.47+0.21
E: RAAERRR G NEFEEATEARE £ (P<0.05).
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