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Abstract: The traditional culture method combined with high-throughput DNA sequencing was used to analyze changes in the bacterial
quantity and community composition with.each step in the processing of pickled chicken feet, to determine the main contamination sources and
microbial compositions during the process.Sample Y5 (indicative of the slicing step) experiences the most contamination, with the total number
of colonies in the sampledncreasing to 2.20x10* CFU/g. The total number of colonies (30 CFU/g) in sample Y9 (representing the vacuum
packaging step) is higher than those of samples Y7 and Y8, and the bacterial diversity in Y9 is the highest (Shannon=7.82). The vacuum
packaging process may cause some product contamination. Acinetobacter, Pseudomonas, and Psychrobacter are the dominant bacteria in the
processing of pickled chicken feet, with average relative abundance values of 21.50%, 9.29% and 5.99%, respectively. The relatively abundant
bacteria genera in Y10 (end-product after sterilization by irradiation) include Acinetobacter (3.23%), Serratia (4.86%), Staphylococcus (6.26%)
and Bacillus (4.59%), which produce various proteases and lipases. Some of these genera also include pathogenic strains, which may raise
quality and safety concerns for products during storage and sale. These research results contribute to deeper understanding of the microbial
community compositions during pickled chicken feet processing, and can provide a theoretical basis guiding efforts to prevent and control
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microbial food contamination and improve product quality and safety.
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Table 1 Chicken feet with pickled peppers sample information
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Fig.1 The main production process of chicken feet with pickled

peppers
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Table 2 Changes of total number of bacteria in Chicken Feet with Pickled Peppers samples during different processing processes
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Table 3 Clean data of chicken feet with pickled peppers during

different processing processes

Sample Valid Tags Q20/% Q30/%
Y1 74 899.25+3 890.22 98.12+0.17  94.23+0.56
Y2 71601.75£2938.13  97.27+0.67 92.28+1.89
Y3 70 507.50+3 675.65  96.97+0.99 91.91+2.41
Y4 71233.50£1 262.72 .97.65+0.44  93.25+1.31
Y5 71233.50+2 84545 97.79+0.21  93.61+0.57
Y6 74:072.00+1 281.78 . 97.51£0.66  92.86+1.86
Y7 71.048.00£3429.38 98.08+0.19  94.30+0.45
Y8 73 051.5042 638.08 98.11+0.18  94.30+0.51
Y9 73915.00+4 31747 > 98.23+0.16  94.71+0.40
Y10 . 77520.00+4 806.53 97.97+0.52  93.93£1.52

* 4 FEM LIRS

Table 4 a diversity of bacteria from Chicken Feet with Pickled Peppers during different processing processes

Sample  Observed OTUs Shannon Simpson Chaol Good coverage
Y1 947.50£560.53 6.944+2 .41 0.88+0.14 < 949.02+559.15 1.00+0.00
Y2 651.00+£84.91 5.71£0.12 < 0.92+0.00 657.31+£87.01 1.00+0.00
Y3 627.25+£305.21 6.61+£0.93 _0.97+0.01 629.32+303.82 1.00+0.00
Y4 510.25+24.90 6.01+£0.07  /0.95+0.00 514.72+£24.88 1.00+0.00
Y5 654.50£148.78 6.17+0.05° 0.95£0.00  660.08+151.67 1.00+0.00
Y6 690.75+115.62 6.90£0.11 0.98+0.00  697.62+118.65 1.00+0.00
Y7 406.00:161.25 7.22+£0.93  0.97+0.01 406.52+161.05 1.00+0.00
Y8 425.00+28.27 7.43+0.26  0.99+0.00 426.51+£28.19 1.00+0.00
Y9 700.00£437.16 7.82+1.01 0.98+0.00  702.13+436.83 1.00+0.00
Y10 395.75+131.05 7.07+£0.79  0.98+0.01 397.64+131.07 1.00+0.00
Samplos
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Fig.2 PCA analysis of bacterial composition in different

processing processes of chicken feet with pickled peppers
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Fig.3 Changes of phylum bacterial relative abundance during
different processing processes of Chicken Feet with Pickled
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Fig.4 Changes of genus bacterial relative abundance during

different processing processes of chicken feet with pickled
peppers
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