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Abstract: High-throughput sequencing was used to analyze the effects of probiotics on the intestinal flora of cold-fed mice. The
experimental mice were randomly divided into a model group, a control group, and a low, medium, and high dose group, and an equal amount of
ordinary ice cream, 10 cfu/mL probiotic liquid, and 10, 108, 10° cfu/mL probiotic ice cream, respectively. The rats were continuously fed for 15
days, and the stool rate and diarrhea index of mice were recorded and calculated. After 15 days, the feces of each group were collected for
high-throughput sequencing analysis. It was found that cold food could cause diarrhea in some mice. In the dose range, probiotics could alleviate
the symptoms of diarrhea in cold-sensitive mice. The high-dose group decreased the stool rate by 3.11% and the diarrhea index (10 by 0.33.
The inhibition effect was significant, compared to the other groups. The fecal flora of mice with probiotics was highly diverse (the high-dose
group had an ACE value of 69987.29 and the Chaol value was 27098.77), and the proportion of genus Lactobacillus, Ekmenia, and Blautia
increased and their structure changed. Therefore, probiotics could improve the acceptance of cold food in cold-sensitive diarrhea-sensitive mice.
The probiotics under the frozen carrier could be colonized in the intestine of mice and regulate the intestinal tract of mice.
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Table 1 Mouse grouping and intragastric administration

methods
ik R ZF/(mL/kg) R
AR (B) 200 L@kt
xR (C) 200 107 cfuimL #9 34 # %
& &4 (L) 200 107 cfuimL &4 3 4 B ok stk
FHEL (M) 200 108 cfuimL &4 3 A4 B ok stk
HFEH (H) 200 10° cfu/mL &9 3 4 Bk ik

1.3.3 R EMEITEL

HERREE SRS, /N RS T 3 IR RE N,
R 1 W, IHEES O SN B e, SELEEL 6 h,
/D R R, .
134 JEIEIAT

DAB (R ARSI E VAN /S RIGVSFEE I 4e
bro PR NEE /N R RS SR . /N A
(iR 7T R 2 A AN B NIV A NGNS S
TEMEI SRR NAELR, TN 4 F: 5 4E
BN Lem N 1 4%, FfEis e EA% 1~1.99 cm SN 2 4%,
FifEy5 YL B4R 2~2.99 cm N 3 4, FifEisycEm kT
T 3em N 4 . K NREEMR IS 6 h N T 2R (1A
ERGTEEsk, RICFIERAIZ R SRR
NEIERECM TR S5H TR IR
135 REMEEDE

SR UGN 12 h 5, RN R ISR A D
T 05 g T MK REH, 75-40 CRIVKFE IR AT
#Ho
136 HEZN/F

] D4015 Z&f L[R2 DNA $REGRF &2 B
TR RN S DNA, UKo R st b
WA TAEY TAE A PR A B, SR SAT PCR 43
Je FRUIM 547 . 3834 514 341F (CCTACGGGNGGC
WGCAG) Fil 805R (GACTACHVGGGTATCTAATCC)
I HIRE S 16S rRNA 1 V3~V4 [X o 3R 19 )5 1 8 5
1952 7| IBNNDTE- K Uil PUR/I PN o W iae > s 2P
XTI AT OUT 28 HT W 7 285 M fi B
BT BT E T -

51



MK EmBHL

Modern Food Science and Technology

2019, Vol.35, No.4

R 2 #HEERS R/ ERBERNSI
Table 2 Effect of probiotics on the rate of loose stools in cold-fed mice

HAZFI%
485
3d 6d 9d 12d 15d

xtésn (C) 0 0 0 0 0

AR (B) 10.35+2.02 9.80+1.58 9.45+1.97 9.53+1.68 9.38+1.71
&) =48 (L) 6.95+1.29* 6.74+1.27* 6.44+1.96* 6.34+1.92* 5.73+1.81**
FRIE (M) 541+1.15* 5.03+1.59** 4.37£1.09** 3.83+1.44** 3.62+1.26**
ZAl= (H) 4.86+1.37** 3.58+1.24** 2.72+0.95** 2.06+0.86** 1.75+0.92**
A R TSR, p<0.05, **ERTEAA AL, p<0.0l. TAFR.

& 3 WEEXL RN RIESIRKARN
Table 3 Effect of probiotics on diarrhea index in cold-fed mice
JE54%44(10)

A 3d 6d 9d 12d 15d
stHésE (C) 0 0 0 0 0
KA (B) 1.35+0.19 1.27+0.16 1.22+0.17 1.22+0.28 1.21+0.21

& =28 (L) 0.78+0.19* 0.75+0.26* 0.72+0.34* 0.71+0.19** 0.64+0.33**
FREH (M) 0.60+£0.21** 0.55+0.18** 0.48+0.26** 0.42+0.24** 0.40+0.15**
ZRl=a (H) 0.52+0.24** 0.38+0.17** 0.29+0.31** 0.22+0.23** 0.19+0.26**
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Fig.2 Rarefaction curve analysis of faecal microflora
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Table 4 Alpha diversity index of each group
205 OoTuU ACE Chaol Shannon Coverage

AR (B) 3073 51961.06 25965.44 4.62 0.95

TRéZe (C) 3256 61987.29 21035.58 4.25 0.94

KAl E48 (L) 3205 60467.57 24082.42 4.80 0.95

PR (M) 3359 62520.80 26178.85 491 0.94

Sz (H) 3478 69987.29 27098.77 5.16 0.94
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