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Abstract: Whey protein was separated from | goat mil vine milk and human milk and identified by combined liquid chromatography

and mass spectrometry in this study, and 156, 278 and 45 e identified in whey protein of goat milk, bovine milk, and human milk.

Compared with the whey protein of bovine milk and h were 99 specific expression proteins in whey protein of goat milk, and
there were 31 and 15 identical proteins-expressed in bovine milk and human milk, respectively. The results of gene ontology (GO) annotations
analysis showed that the whey protein of goat milk played a biological regulation in biological process, and its molecular function was mainly
embodied in the binding effect. In cellular component, the whey protein of goat milk in cell was mainly participated in the composition of

organelle region and the extracellular region. The:whey-protein of goat milk had a large gap with human milk in the above three functions, but it

was similar to bovine milk. thway analysis showed that the whey protein of goat milk was mainly involved in the complement and

coagulation caseade reaction and phagocytosis, which had a positive impact on human immunity. Consequently, the study on the composition
and functi difference among goat milk, bovine milk and human milk could provide a theoretical reference for further research and

develo@lt 0 t milk:
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Fig.1 Composition of whey proteins in goat milk. bovine milk
and human milk
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Fig.2 \enn diagram of whey-protein-species in goat milk,
bovine milk and human milk ...
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Fig.3 Biological process of whey protein in goat milk, bovine
milk and human milk
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Fig.4 Molecular function of whey protein in goat milk, bovine
milk and human milk
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Fig.5 Composition of cells involved for whey protein in goat
milk, bovine milk and human milk

W 5wk, =Rl LIS R A S SR

B MIANX . LI, Mg, difEas DU IR R 5t
o MR ELRIIANX AR . HANX RV A
SRR DR T IR R A X, AR X AR 2 4
0t S A A = e B & £ i I A - R i )
wE, Zobifk. BT, m/REA A A4
25 B AEKREREEERS, EAABEA
B NFLATEEAES SARA R R EAERE
B, EHAENS 5 RZ 0 N AL S Eh e,

HASFAARER, P EASREARYS <
PR EACE AR ) LA KR B A R 5 S

E 6 FF I FEORMIIAE KEGG B
Fig.6 Phagocytosis KEGG pathway of whey protein in goat
milk
wE 1R, F£340. 4340 AIAILBEA S
513 Fp. 12 MRUK 24 B KEGG i@, A=,
HLHWIERA 5 F, AASFAILARBEEA 3 T,
NILEFAILHERRA 3 Mo 1E 5 M= 00 1 g
o, AMAFIEE M P I B DL B RAE T, A AL
BRIERGIRN, B BEAEZEEM. UERE
R, NARFEAE F 32 B S A i 4 M A Pk 2
ISP EIVER, LABGEABIIE i AME R8>, 2E
FLFLEEAY, EHRANAMAE C3 (1oc443475). K
# & C3 (LOC101103133) b K 2% % & C3
(LOC101113831)Z5 1 E [, R X HMAZ A& CR3 &5
BRI (Al 6, T IR it 224 ) L i e
MFEmE. Hsh, MR 1T HaTUEH, FAABEEOR
MAEAABEA -, SAAIBEOEZHILE
HE, HISA V2 NAFUEEERAA g, il
PEACH PIEHRRACH S 2 AL AIS E A TRERE 1.
g bwrgn, SEFLATDME NS LY)Re & R
—, HEETEEERAL.

67



MK EmBHL

Modern Food Science and Technology

2018, Vol.34, No.6

x1 F2. 42 AAPIBERSS KEGG BRI

Table 1 Number of KEGG pathway in whey protein in goat milk, bovine milk and human milk

18I AR pathway name Gkl N K
X 430 AFL
R W T AR ROl Fat digestion and absorption 3 3
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