MR BB

Modern Food Science and Technology

B RmPEE ST PR £ESEMAR

BES, TEE, AT, T8E, REE, THrE, TH, IR’
(L7 MR REAMARLRE, | &M 510110) (2. edB L RFRTHEERER, J A7 510640)
W : R4t @ ¥ 498 & RS UATARMEZ T L T —AP ik RS PCRASI T ik, TAMSME RS TR T HEL &85,
ARIEE & Bp ke R 6 & DARUAR 55380+ T % a4 70314, §3REAH228bp; H T3 M ik ei4F A, ot eda | a4t
204y o HAFSDNAARTAF L E AP KDNABATPCRAGM], R BT, RAEX & &5 b 60N 45 709228 bp &, HLEITAHApFF P 3 R4
WA, AT IR F RN REVE, 52 MDNATIBEAN T KRF ] £ 2 DNAGAE S R A AT k4T T PCROAT, B Ak ™ il R 405

2014, Vol.30, No.4

#0.1% (mim). FAGHIRAS Y RE £ R 69 & A, KN 2204 & 33945% & s, M2ty 834K

B R 8 B PG

GAERATALIE ik . DNASZIR G R VARPCR Al ik 7 S 2 f A F AT & & Mot me g,

XiEiF: PCR; &#; %3
NEEE: 1673-9078(2014)4-274-278

Identification of Shark Fins in Food
QIN Fang-fang", WANG De-lian', XIAN Yan-ping*?, LUO Hai-ying', W

il
CR Method

n*, LUO Dong-hui', WANG Li*,

WANG Bi

y@m, Guangzhou 510110, China)

(1.Guangzhou Quality Supervision and Testi

(2.College of Light Industry and Food Engineering, South China University of Technology, Guangzhou 510640, China)

Abstract: In order to detect the shark ingredients in food, a rapid and sensitive polymerase chain reaction (PCR) method was developed.

In this method, a pair of primers was designed based on cytochrome oxidase subunit I (COI) gene, which could produce 228bp band via PCR.
To evaluate the specificity of this method, 22 shark fin samples DNA and 37 ﬁ):cies DNA were analyzed by PCR using the new specific

primers. The results showed that the specific 228 bp band only be observed in

ark fin samples. The sensitivity of the PCR method was

tested by mixing shark fin DNA and DNA extracted from potato‘in different proportions, and it was indicated that the lowest detection limit by
this method was 0.1% (m/m). Forty-three samples wete randomWof them containing shark fins, while 21 imitation samples were
detected to contain plant ingredients. This.method can be widely Uyn identification of shark ingredients in food.
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Fig.2 The temperature gradient PCR results of shark DNA

used primers of shark endogenous genes
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Fig.4 The PCR results of other species DNA used primers of

shark endogenous genes
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Fig.5 The PCR results of shark fins DNA which mixed in
different proportions potato DNA used primers of plant

endogenous genes
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Fig.6 The PCR results of potato D
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Fig.8 The PCR results of imitation samples DNA used primers
of plant endogenous genes
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