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Abstract: In this article, a rapid identification and numberation method for bifidobacterium in fermented milk products was established.
Polymerase Chain Reaction-Denaturing Gradient Gel Electrophoresis (PCR-DGGE) technique was used to identify Bifidobacterium present in

commercial probiotic yoghurts.Real-Time Polymerase Chain Reaction (Real-Time PCR) technique was used to detect Bifidobacteria. The

results showed that PCR-DGGE assays enabled identification of the species of bifidobacterium initially present in commercial fermented milk

products with a detection threshold of 10° cells per gram. Real-T.ime PCR assays enabled numbering Bifidobacterium with adetection threshold
of 10* cells per gram of product. Established PCR-DGGE analysis method was suitable for identification and detection of Bifidobacterium in

commercial probiotic yoghurts.
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Table 2 Comparison of quantitative PCR, PCR-DGGE, and the culture method for detection and quantification of bifidobacteria in

yoghurts products

£ 5 FRE H FH#itd  Real-Time PCR DGGE-PCR
ES R 20 A%, (logioCFU/g)  (logieCFU/Q) 23
1  ST+LB+LA+B.lactis+B:longum 8.01 8.24 B. lactis
A 2 ST+LB+ B. lactis 7.35 7.44 B. lactis
3 ST+LB+LA+B. lactis 412 4,01 -
4 ST+LB -
1 ST+LB+LA+B. lactis 7.25 7.54 B. lactis
B 2 ST+LB+LA+B. lactis 3.65 - -
3 ST+LB -
1 ST+LB+LA+B. lactis 7.54 7.29 B. lactis
C 2 ST+LB+LA+B. lactis 5.40 5.58 B. lactis
3 ST+LB -
[ 1 ST+LB+LA+B. lactis 2.93 - -
2 ST+LB - - -
e 1 ST+LB+LA+B. lactis 7.19 7.34 B. lactis
2 ST+LB -

E:o“oT AT kbl .
2.2 A2t

KA —SE R (1.2226) HIRI0M% 125 R
> BB DNAG 1T Real-Time PCR. DAL XU AT
R A TR R 6 0 AN [R] B 2800 #ifE (Log. CFU/mL) Ky
REARAR,  DUSON R o B 2S5 I WI IR G 34 4L

(CT) N ALFF 2 Real-Time PCRARH: HiZE , 45 500 K]
2o

B T ERIANR T KA R B o i 4% 2%
SCHR 6 AT FEOBSOT B s SR EURE & DNA K
FI PCR-DGGE 52 #H47 XU B AT B A2 % 5 Sl it

860



M EmBHL

Modern Food Science and Technology

2013, Vol.29, No.4

Real-Time PCR F Bl sEff it b XUB AT B, 45
W3 2.

i

*

5t .

*

-,
20 .

15 &““w

CTi{H

1+
y=-327x+41.115

r Ri=0.9864

0 L L 1 ]
o 2 4 [ B 10

log,, CFLUg
B2 Real-Time PCR¥m/ERIZE
Fig 2 Real-Time PCR standard curve
2.3 SEBRFEMI ESS

- —
—
—
—= >~
————
— — ——
t-— ~
—
/
-— -
— —
- —— — — .
-— —
2R T e T T E 2O uns>00
ERBRBERGREELELLSG
i R = p
[PUR  - E.C- =
o
& 3
<)
-
fe— — — —_
—
PR,
| — S —
——
= A
 *» ® ® ? » [g
g 'S '« ra — — Lo
3

Rppe; oy

& 3 SERRFESH PCR-DGGE SMELER
Fig.3 DGGE analysis of the yoghurts products
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