MK EmBHL

Modern Food Science and Technology

2008, Vol.24, No.6

ABREEREFSE

A TR R

B, MikiE
(eh@ T XKFAMAFEIALZR, & J M 510006)
B AT BB ARAF AL E, ISR ARANA . ARMOBALRES. LRE T2 AR S
BB AR TAEGMET R, GELUBRERBALEIIR, REABMEHAFL. EREH RS F QAT T A,

XA JLEE; ARAy; ARTA

FESES: Q939.1; HAFRIRIE: A; XERS:1673-9078(2008)06-0617-04

Advances in Genomics and Genetic Engineering of Lactic Acid Bacteria

XUE Ying-ying, YANG Ru-de
(College of Bioscience and Bioengineering, South China University of Technology, Guangzhou 510006, China)

Abstract: In this paper, research advances in genomics of lactic acid bacteria were reviewed, including genome sequencing, evolution,

gene transfer and functional gene. The recent advances in genetic engineering of lactic acid bacteria were also introduced, including food-grade

expression vector, selective marker, and live vaccine vector.
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