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Abstract: Mold contamination can adversely affect the quality of river snail rice noodles. To clarify the mold
biodiversity, molds on the surface of river snail rice noodles were isolated and identified, and their growth characteristics
(colony morphology, spore germination, and mycelial growth) were analyzed. Comparison of ITS-rDNA sequences and
NCBI sequences revealed the isolation of 32 mold species under 11 mold genera, with five dominant mold species identified,
namely Penicillium sp. (6.3%), Cladosporium sp. (40.6%), Alternaria sp. (9.4%), Aspergillus sp. (9.4%), and Talaromyces
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sp. (9.4%). The phylogenetic tree showed that these isolates exhibited high similarity (>99%) with the known mold species.

Penicillium sp. exhibited the highest spore germination and mycelial growth rates, whereas Aspergillus sp. and Cladosporium

sp. exhibited low spore germination rates during the early stage despite their high mycelial growth rates. To the best of

our knowledge, this is the first report on the isolation and identification of molds on the surface of river snail rice noodles,

revealing a variety of mold species on the surface of rice noodles that indicate potential risks in food quality and safety. The

findings of this study can facilitate the development of intervention technology for eliminating mold contamination in river

snail rice noodles.
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Table 1 Phylogenetic information of ITS-rDNA of 32 independent isolates from rice noodles

o oo GemsBLAST (SO || Ner Ne GemBLAST (R
OR576729.1 3810-1  Didymella sp. 94 99.79 OR576743.1  4885-3 Cladosporium sp. 98 100.00
OR576730.1 3810-2 Cladosporium sp. 100 99.61 OR579100.1 3810*-1 Trichosporon sp. 99 99.22
OR539222.1 4027-1 Cladosporium sp. 100 100.00 OR579101.1  4027*-1 Penicillium sp. 98 99.64
OR576731.1 4027-2  Didymella sp. 95 99.39 OR579102.1 4027*-2 Talaromyces sp. 99 99.64
OR539281.1 4027-3  Alternaria sp. 100 100 OR579103.1  4027*-3 Aspergillus sp. 99 99.26
ORS576732.1 4027-4  Aspergillus sp. 99 99.45 OR579104.1  4027*-5 Talaromyces sp. 98 99.12
OR576733.1 4027-5  Aspergillus sp. 100 99.45 OR579105.1 4027*-6 Talaromyces sp. 96 99.64
OR576734.1 4103-1 Cladosporium sp. 99 100.00 OR579106.1 4027*-11 Aspergillus sp. 98 99.47
OR576735.1 4103-4 Cladosporium sp. 98 99.61 OR579107.1 4027*-12 Cladosporium sp. 100 100.00
OR576736.1 4203-1  Alternaria sp. 99 100 OR579108.1  4103*-1 Hypoxylon sp. 99 99.25
OR576737.1 4203-2  Alternaria sp. 98 100.00 OR579109.1 4103*-2 Penicillium sp. 99 99.81
ORS576738.1 4203-3  Periconia sp. 97 99.44 ORS579110.1  4203*-1 Nothophoma sp. 97 100.00
OR576739.1 4652-1 Cladosporium sp. 99 99.61 OR579111.1  4363*-1 Cladosporium sp. 99 99.43
OR576740.1 4652-2 Cladosporium sp. 99 100.00 OR579112.1  4652*-1 Cutaneotrichosporon sp. 98 99.60
OR576741.1 4885-1 Cladosporium sp. 99 99.80 ORS579113.1 4652*-11 Cladosporium sp. 99 100.00
OR576742.1 4885-2 Cladosporium sp. 98 100.00 OR579114.1  4885*-1 Cladosporium sp. 99 100.00
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