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Abstract: The number of microorganisms in chilled rabbit meat, chili pepper, Chinese prickly ash, star anise, sesame, cumin, aromatic
ginger, spices, cinnamon, and process water used in the production of Leng-chi rabbit was determined, and the main species of bacteria in these
raw materials and various auxiliary materials were identified using a traditional culture method combined with 16S rDNA sequencing.
Subsequently, traceability analysis was performed by constructing a phylogenetic tree. The results showed that a total of 76 bacterial strains from
20 genera were isolated from the raw and auxiliary materials. The materials were ranked according to the total number of colonies as follows:
rabbit meat > cumin > chili pepper > spices > process water > aromatic ginger > star anise > cinnamon > Chinese prickly ash > sesame. The
materials were ranked for the number of bacterial genera present, as follows: raw meat > chili pepper, cumin > spices, process water > Chinese
prickly ash, star anise, sesame, cinnamon > aromatic ginger. Additionally, the ranking for number of bacterial species present was: spices > raw
meat > cinnamon > chili pepper > star anise > aromatic ginger > cumin, Chinese prickly ash > sesame, process water. The bacterial diversity
was high in the raw and auxiliary materials for Leng-chi rabbit. Bacillus was common in all materials; however, raw meat contained the most
bacteria. This study provides an in-depth understanding of the contamination of raw and auxiliary materials used in the production of Leng-chi
rabbit. Thus, it provides a theoretical basis for controlling the species and quantity of bacteria from each source and improving production
process management and safety.
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Table 1 Bacterial culture conditions

A ST E°8 ¥AEE/C 3FRAF 1A /h
RS2 At IwRg (PCA) 36:+1 48
LB MRS 3504 36+1 72
AT ghan i P L e F A #EAE (VRBGA ) 36+1 24
o A Baird-Parker ¥75 2 # 361 48
R 2 TERHRAERNZER
Table 2 Bacterial detection results of main raw materials
P, \ / 7% W 4/1g(CFU/g) 3K, lg(CF?/mL)
H% &4 (PCA)  4LBE/E (MRS) &% E&# KA (BP) MiFHE (VRBGA)
) 7.45%0.06° 5.79+0.04° 6.02+0.06° 5.71+0.04°
PR 5.25+0.11° 4.7340.12° 3.89+0.07° 3.110.09°
FeAR 2.2140.26" 1.62+0.11° / /
ANA 2.35+0.10° 2.13+0.12° / /
Z 1.03+0.11° 1.62+0.15° / /
FhH 6.08+0.07° 5.4240.66° 2.91+0.07° 5.84+0.07°
A 2.37+0.08¢ 2.22+0.194 1.61+0.17% /
A+ 4.64+0.14° 4.56+0.05¢ 2.52+0.12° 3.00+0.05¢
A 2.24+0.06° 1.87+0.12" / /
& = Rk 2.89+0.06" / / /

A RV EMAET A YT RE, (AT E, ARSI REFEZI A TAEREMER (p<0.05).
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HETR—F
1243 HRERKEWHIME

PABFE 2N 16S tDNA FRFINREE R 40K B Y
(IS Bk, FARRT SIS QR 5T P ot S
it MEGA X #fFH Neighbor Join MRS K E
Mo

1.3 #AE4

FHRI AT 3 R EFATIE, R
Microsoft Excel 2016 SPSS Statistics 22 #1 Oringin
2019 ARIHHREAT A GEitAd]

2 HR51He

2.1 TR 20w B E AT

I 2 B U AN R AN ZS SR T AN [ S
BHEVE BB REVN A : G AI> AR B>

55



MK EmBHL

Modern Food Science and Technology

2022, Vol.38, No.8

K> 53> )\ F>HE > AU Z 0K RAEA P 7K H
R LR R B, R BRI th FLRR R R A
W, HPRA. B SR RV IR A E K
SWOHREREGAET R B AR 115 &
kh, Hrh AR s 6.02 1g(CFU/g): Ik H B4R e
TR R BUR. BRI, RERSBERTIT
AP S AT RS, P, B AR,
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K FLRR R . SR OMEIRE . Wi, HEv =
4 2.89 1g(CFU/ML) (GB 5749-2006 (4=35WH /K B4
PR BHE 4 a4 /K B v S 400<100 CFU/mL H.

AR KR . B TTA IR T SR

B SR BRI ER R TS A, A KT,
KRR KT, W RN SR A Z NG B
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Table 3 Colony morphological characteristics of some bacteria in raw materials

AHSAT HHERR & AL L wE REFE EWA HE A /mm FZREE
TR6 R TANEF ok xas AhkFE FEH 2~3 G-
TR10 RA AL B B Kae IAF REY 2~4 G+
L2 PR AL B & PAEE RAE REW 2 G+
L3 AR # Bt L& AAFE REN 1~3 G+
HI4 biZ # VR )6 ARkEFE  TEW 1~2 G+
BJ8 AA i VSR KEe ARE TEY 1 G+
ZM2 EY A B Bt A& AE REN 1 G+
ZR1 Ak & B Ka& ARkREFE FEY 1~-2 G-
SN3 BEP-S B wWEkER  KEkE AAkFE  REW 1 G+
XL4 F4 TANBREAE AP ae  HrE kg 3 G+
GP9 e 4 etk AT xae RkF #EH G-
S3 & =Rk ki e Lae ArkFE  TEY 3 G+

s : TR ARK, LI A3, HI AN, BI ANA, ZM AZHR, ZR AFK, SN ALA, XL AEH, GP A&, S ALK,

2.3 16SrDNAPCR ¥ 5 = 4y e, ik [ i

KB 514 27F/1492R *f 76 #£ i 16S tDNA ™
4, 1%EE RIS KA PCR 724, Hrb ks
PR EL Bk B 1.

1 2 3 4 5 6 7 8 9 10 11 12 M

1500 bp

[El 1 EBSIEHK 16S rDNA PCR 3 3E=470ER Sk ElE
Fig.1 Electrophoresis patterns of 16S rDNA PCR amplification
products of some strains
JE: “M” H DNA Maker; “1~12” 5-314X%& %5 TR6.
TR10. LJ2. LJ3. HJ4. BJ§. ZM2. ZR1. SN3. XL4. GP9.
S3 a9 EH k.
WA 1 R, Bk EREE RS EIRZ) 1500 bp
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(blast.ncbi.nlm.nih.gov ) H FEAT LU, 34 B[R] Y5 14
(>99%) fmIwRFS, FRINE 4 £ 11 fs.
241 BARAFHEIEmME
HR 4 AT, A EEG A B 11 AR B, A
T8 Mm, M2k (E#k's TR1. TRS) HA-AH
13K B (Raoultella terrigena) P AHLLEE ik 99%. TR2
S R4TFFE (Brevibacterium linens) POREALRE A
99%. TR3 NigHHKJEH (Hafnia alvei) ®". TR4
T A SIS G (Lelliottia amnigena) *1, TR6 iy
I AT (Citrobacter freundii) ', TR7 J9ii
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b % K (Serratia liquefaciens) B%. TR9 iy
Empedobacter falsenii®!, 2 # (TR8. TR11) fi#&%
%479 /K% (Raoultella ornithinolytica) . TR10 A
FURFLERE (Lactococcus lactis) B,
242 RART T RME

MBRH A B3] 10 #RkEE, BT 4 Mg, Hrp 2
Pk (L4, LI8) #7E N K # (Enterobacter
hormaechei) %, 2 ¥k (LJ6. LI10) 74T i (Enterobacter
sp) P, LI1 ABHVAMAAT# (Enterobacter cloacae) P%,
LI2 MR 2 AukF B (Bacillus licheniformis) B, LJ3
R SRS (Bacillus subtilis) B¥, LI5 NS
FRZEAIAFE (Bacillus methylotrophicus) B, 1LJ7 A
Siccibacter colletis™*”, LJ9 AMi#AH (Thermus sp) 1,
243 fmENATHIZMA

MACHUF B35 4 #RE6, AT 2 M@, HIl
KA B BN (Thermus scotoductus) M2, HI2 Jy
ERESEAIFT A (Bacillus cereus) M), HI3 JyhlisE2f

FF# (Bacillus subtilis) B¥, H4 HE K ZFEAFEH
(Bacillus megaterium) 4,

MI\F oy 53 8 MRER, BT 2 /M&E, 2 R (Bt
5 BJ6. BI7) SE G RAHUIE &, BI1 NZF
HIAF I (Bacillus sp) ™1, BI2 Ak & S0 B M
(Thermus scotoductus) 2, BI3 A% 4 2f #1 FT
(Bacillus atrophaeus *%!, BI4 Jy’i /)N 2 ffuT 1% (Bacillus
pumilus) ™1, BI5 ok E2EAIAT I (Bacillus subtilis)
B8l BY8 B EC 2 AT (Bacillus aryabhattai) .
244 ZHRFRATHIZME

MCERRH B2 3 BB, 20 %8 NN AT
(Bacillus pumilus) ™7, FLER A Bk (Pediococcus
acidilactici) ™, #A ZEAIATE (Bacillus licheniformis)
BT, WHR Y ESH] 4 REE, 20 oA LA P i
(Pseudomonas putida) %, Siccibacter colletis, [V
JFF i (Enterobacter cloacae) P, 2 RIS 70 K
(Kosakonia cowanii) ©',

Fz 4 AHRAPETEARNETE
Table 4 Identification of main bacteria in chilled rabbit meat

H#5  AFIKE/bp  Genbank & SARAEA (BFEKF) P XL AR AR %
TRI 1441 Raoultella terrigena (MN’551790.1) AR RE 99
TR2 1430 Brevibacterium linens (MW672489.1) ¥ RFMHE 99
TR3 1443 Hafnia alvei (JN409459.1) ¥ ol K R 99
TR4 1453 Lelliottia amnigena (K'Y400219.1) AR RAF KA 99
TRS 1443 Raoultella terrigena (MK757978.1) AL RE 99
TR6 1441 Citrobacter freundii (MN208068.1) I KRATARBATH 99
TR7 1445 Serratia liquefaciens (MK981171.1) BRALTEREA 100
TRS 1442 Raoultella ornithinolytica (MT545114.1)  f & R Bid5 8 R H 99
TR9 1441 Empedobacter falsenii (MG780344.1) / 100

TR10 1449 Lactococcus lactis (MT473552.1) FLERFLIRE 100
TRI11 1439 Raoultella ornithinolytica (MW405821.1)  f# & R BA4 S R 99
E: BB T XEFERTEMRER, TR ALK, KREFRELLNA, TR,
F= 5 £ AP I EWHRENEE
Table 5 Identification of main bacteria in pepper used in production
HMS  FIIKE/bp  Genbank R SHAME A (KT ) X AR AR %

L1 1441 Enterobacter cloacae (MK241852.1) VA A AT 99

LJ2 1442 Bacillus licheniformis (MK859971.1) WARF FATH 99

LI3 1451 Bacillus subtilis (MN945444.1) REFI0ATE 100

LJ4 1440 Enterobacter hormaechei (KJ863539.1) ERMATH 99

LJ5 1452 Bacillus methylotrophicus (KC790303.1) ¥ A& #A F5047H 99

LJ6 1441 Enterobacter sp (MF289158.1) FAATH 5, 100

L7 1441 Siccibacter colletis (NR-134807.1) / 100

LJ8 1441 Enterobacter hormaechei (MW582678.1) ERMATE 99

LJ10 1440 Enterobacter sp (MF289158.1) FAATH 5, 100

A AR T KE FERTEARKR, LI AR,
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Table 6 Identification of main bacteria in prickly ash and aniseed used in production

&6 £ FRATEME/\AEEMENETE

FEEA BT FZIKE/bp  Genbank R SHAMEA (BFKT) P L2 AR A /%
HI1 1463 Thermus scotoductus (NR-024867.1)  7K%& # BABAE 99
i HI2 1453 Bacillus cereus (MW559375.1) WAL F AT 100
HI3 1454 Bacillus subtilis (MN330138.1) R FI0ME 100
HJ4 1457 Bacillus megHJterium (MT925631.1)  E K ¥ F04fH 99
BI1 1453 Bacillus sp (KJ944109.1) FRATE 100
BI2 1448 Thermus scotoductus (Y18410.1) IKE B EABIE 99
BI3 1452 Bacillus atrophaeus (FJ194959.1) ES E i 99
Bl4 1451 Bacillus pumilus (EU379272.1) 480 F A 99
A BJ5 1446 Bacillus subtilis (KY621524.1) A F IO 100
BJ6 1454 Bacillus megaterium (MN830159.1) E X F7ME 100
BJ7 1453 Bacillus megaterium (JX312585.1) E X F7ME 100
BJS8 1451 Bacillus aryabhattai (MN062938.1) T K GF FOAT ) 100
E: AWET KB FERTAWER, HI AR, BIANA.
FT7 EFAZERABAETEEENETE
Table 7 Identification of main bacteria of sesame and cumin used in production
RiA EMHT  FHKE/bp  Genbank R HAMAEAT (BFET) & L AR FALE /Y%
ZM1 1452 Bacillus pumilus (EU379272.1) VRN k] 100
2 M2 1473 Pediococcusacidilactici (MT158627.1) FUBR K 3R 100
ZM3 1448 Bacillus licheniformis (KT720300.1) WRFFOATHE 99
ZR1 1438 Pseudomonas putida (HQ162489.1) L2 RENE 99
R ZR2 1437 Siccibacter colletis (KF021738.1) AT A m 99
ZR3 1440 Enterobacter cloacae (AB681725.1) A A AT B 99
ZR4 1441 Kosakonia cowanii (MN833596.1)  # KAH* % K& 99
E: BB T KEFERTARKR, ZIM AZHK, ZR AHA.
# 8 EFALSHETEWENETE
Table 8 Identification of main bacteria of Sanai used in production
EAk5  AFFIKE/bp  Genbank R SAAMEAT (BFT) ¥ L AR AR %
SN1 1451 Bacillus subtilis (MK 521066.1) FEEFIOATH 99
SN2 1451 Bacillus methylotrophicus (JF460743.1) W A& R A F 0475 99
SN3 1450 Bacillus amyloliquefaciens (K'Y328743.1) R S TATE 99
SN4 1452 Bacillusamyloliquefaciens (JF496398.1) R S ATE 99
SN5 1445 Bacillus subtilis (EU729126.1) REEFI0ATE 99
SN6 1451 Bacillus licheniformis (MT043736.1) WRFFATH 99

E: BB T KB FEEATAMRER, SN A4,
245 LWAVHEIEmE

MILZE Ry B a5 5] 6 ¥Ris, 428 T 2F AT
J& (Bacillus sp), ' SN1 5 SN5 i 2EfUAT
(Bacillus subtilis) P*, SN2 4y FHIEE FR A SEAUHT
(Bacillus methylotrophicus) %, SN3. SN4 JyfiE ks
ZEfIFTE (Bacillus amyloliquefaciens) P2, SN6 Jyhh
REEHIFFE (Bacillus licheniformis) B,

246 HAFHEIEWED

58

MERF I EH 15 B, /T 3 Mg, K3

P (XL6. XL7. XL11) AFEEZFEHFF B (Bacillus
subtilis ), 3 ¥k(XL2.XL14.XL15)J& T Mixta calida,
2 #k (XL1. XL9) #4275 (Pantoea calida) ™,

XL4 NUHE AT B (Bacillus safensis) B4, XL5 %y
FHFTE (Bacillus sp) ), XL8 Jy%i /2 fuAT
(Bacillus pumilus) M7, XL10 Jy78 55 [ 25 AT i

(Bacillus clausii) P, XL12 A U1 SE B 28 # 4T 14
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(Bacillus velezensis) %, XL12 JyHbA F # T
(Bacillus licheniformis) 7,
247 HE P I EaE
MEERE FpAY B aifb A5 2 12 BEEE, BT 2 N8, 1
H1 4 PR(GP1.GP5.GP6. GP1 DA S ZE AT B (Bacillus
subtilis) P%, GP2 Jy%a/N2EfIFFEE (Bacillus pumilus)
W GP3 N fR v Ry ZE f A ( Bacillus
amyloliquefaciens) P2, GP4 4y JEE 2R SE AT
(Bacillus methylotrophicus) %), GP7 Ay Ul 3 it 2 AT
(Bacillus velezensis) P%, GP8 NAET A 2 HIFF

(Bacillus vallismortis) ©', GP9 Jyifi#i# (Thermus
scotoductus ) ™', GP10 b 2 1 FT % ( Bacillus
altitudinis ) P¥, GP12 N A S T # (Bacillus
toyonensis) %,

248 AFRKFHEEME
MWAEF=RIKF 8 3 ¥RE, 228 At i

(Paenibacillus sp) ", BIrFAKiINE (Asticcacaulis
excentricus ) ', K [X % % BR #  ( Staphylococcus
warneri) ¢4,

RO EFEABRPEEEERNEE
Table 9 Identification of main bacteria of fragrances used in production

HHk5  AFKE/bp  Genbank & SHABME AT (BFKT) XL AR HAAASE /%%
XL1 1441 Pantoea calida (LC192167.1) #AEZH 99
XL2 1441 Mixta calida (MN215912.1) / 100
XL3 1453 Pantoea sp (K'Y 194304.1) ZH R 99
XL4 1451 Bacillus safensis (MN227495.1) AR FIOATE 99
XL5 1451 Bacillus sp (MG867504.1) FIAEE 99
XL6 1453 Bacillus subtilis (JQ308571.1) FEEFTAE 99
XL7 1452 Bacillus subtilis (MT111085.1) HEFI0ATE 100
XL8 1449 Bacillus pumilus (KX426046.1) 48N FTOATH 99
XL9 1442 Pantoea calida (LC192167.1) HAZHE 99

XL10 1449 Bacillus clausii (MH305350.1) oy RAFRATE 100

XL11 1449 Bacillus subtilis (MH373533.1) AFEFI0AE 99

XL12 1452 Bacillus velezensis (KY962352.1) W 347 ¥ fo4F 5 100

XL13 1445 Bacillus licheniformis (MT356172.1) 3R FFATH 99

XL14 1441 Mixta calida (MN215912.1) / 100

XL15 1441 Mixta sp (MN305767.1) / 100

i WIS KE FAEATHARRR, XL AEH.

R0 RN D EEEERIEE

Table 10 Identification of main bacteria of cinnamon used in production

H#5  AFIKE/bp  Genbank & SARMAEA A (BFEKF) L AR AR %
GP1 1449 Bacillus subtilis (EU729126.1) HEF MG 100
GP2 1447 Bacillus pumilus (KX426046.1) 2N FIRAH 100
GP3 1450 Bacillusamyloliquefaciens (MG548650.1) fREAFIATE 99
GP4 1442 Bacillus methylotrophicus (KR855691.1) A5 A ¥ 3048 99
GP5 1450 Bacillus subtilis (JQ308571.1) REFIATE 99
GP6 1452 Bacillus subtilis (MT111085.1) RHEF AR 100
GP7 1454 Bacillus velezensis (K'Y962352.1) N EHFFATH 99
GP8 1454 Bacillus vallismortis (LC506467.1) RTHFIAFE 100
GP9 1443 Thermus scotoductus (Y 18410.1) ABRE 99

GP10 1449 Bacillus altitudinis (MT225779.1) SHFIOATH 100
GPI11 1449 Bacillus subtilis (MH100679.1) R FI0HE 100
GP12 1453 Bacillus toyonensis (MN330083.1) F ok ] 100

E: BB T RKEFEEATAKRER, GP AL,
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Table 11 Identification of main bacteria in production water

BT FIIKE/bp

Genbank & SAMAEF (BFEF)

I AR FAAAE %%

S1 1458
S2 1374
S3 1455

Paenibacillus sp (JX566566.1)
Asticcacaulis excentricus (GU199450.1)
Staphylococcus warneri (MH910124.1)

EFRATEE 99
o AR E 99
KK F BT 100

A AW TKEFERTARKR, SHEFAK,

R 12 B R HEEEELR

Table 12 Bacteria identification results in spoilage Leng-Chi rabbits

HRT Genbank & SABMA A (EF5) PIEAR AR %
FB-1 Staphylococcus epidermidis (MT585523.1) FEFEHHRA 100
FB-2 Staphylococcus epidermidis (MT604781.1) FEFEHHRA 100
FB-3 Rummeliibacillus stabekisii (MT585557.1) - 100
FB4 Staphylococcus epidermidis (MT613456.1) REF A 100
FB-5 Bacillus licheniformis (MT534569.1) WRFIOHE 100
FB-6 Staphylococcus epidermidis (MT409907.1) FEFEHHRA 100
FB-7 Staphylococcus epidermidis (MT581477.1) EEAHKA 100
FB-8 Staphylococcus epidermidis (MT613456.1) EFEAHKA 100
FB-9 Staphylococcus epidermidis (MT505647.1) EEAHKA 100
FB-10 Bacillus paralicheniformis (MT065812.1) - 100
FB-11 Bacillus paralicheniformis (MT459810.1) - 100
FB-12  Staphylococcus epidermidis ( MT613456.1 ) EEHHKRA 100
FB-13 Bacillus oleronius (KY773585.1) HREFRATH 100
FB-14  Staphylococcus epidermidis (KT719989.1) FS €y 100
FB-15  Staphylococcus epidermidis ( MT585400.1 ) FS €y 100
FB-16  Staphylococcus epidermidis (MF429180.1 ) REFHHRA 100

E: BB T RKEFREEATHMARE, FB B MALR.

249 BMATCRT G mE

MBS b dh (25 CIPE A, IKES
ik 16 BRE, 7@ T 3 4ME, 118k (FB-1. FB-2.
FB-4. FB-6. FB-7. FB-8. FB-9. FB-12. FB-14. FB-15.
FB-16) % F #i % BRi# (Staphylococcus epidermidis) !,
1 ¥k (FB-5) HiAK Z fukF & (Bacillus licheniformis) 4,
1 ¥k (FB-3)Rummeliibacillus stabekisii®. 2 #k (FB-10+
FB-11) Bacillus paralicheniformis®!, 1 #k (FB-13)
B AUFTE (Bacillus oleronius) 71,

2.5 KL 5 R E R 1 AT

B N ETANZ S 20 16 R MO AR5
B EEAT Z FFILLN, KA NI R RGKE
B, EBRCEEES S RAEE 2 7Tk, AJEISRE
W B B ZE AT B B 4H B Bacillus licheniformis
Bacillus paralicheniformis 4375 25 Jfk  (FEADH 25 o
A, RIEF B2 KERE) TR E Bacillus
licheniformis. 111z [¥)4H & Bacillus licheniformis 4b-T-

60

— A3, HEAREFPEME, ST s aRan
AW A SRR B B A 1R 1075 Gl mT Rk Tl 2
RFILLZR . ZRES A RERRIAEO T, B
T 2RMZ MR LATIO T A TTA I R HIR R
BN, T A T B, AP AETETETS X
frs LR BAZEPHR S, 56 FErEEmm,
T E TRE AL, 7R AR R RE T A Y
BT R TR ORE: it 38 T ER B B 40 B 5 A F K
w1 Staphylococcus warneri [R5 R, R HKZ
YNz G R B R S 2 B 5 ek, @it oy
MR R FAE ) AR P2 KT T 1647,  1E6E
AR SR FK 2 BRI AT ER TS G 125
FREREE 100 CoRRACHE 25 min LU, HIGHEHARE

2| 10 &, T Bacillus licheniformis iy #Au Ak as, FHAE
KR 52 g B R BE 52w Y Bacillus
paralicheniformis 7E i ALFR )5, KIRA R UTHITE 52
Y, TR R 60%Lh %) Staphylococcus warneri
kR, ELRARE A RS RS,
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ML ARSI E 5 G, 38 AT DA BT 128 X575
XFIEARRREATIR VG JeKIN, RIEFEAEFIK, oK
VRS G WIS K] K RDRE AR R R
AR A K, (HA A 2 AR, 2 FEE
TUANZ G A R BUYIANS, ATEHHE AR & o izt
17K Ja P -

LI5
H Bacillus amyloliquefaciens strain GKTO4(KY328743.1)
XL12

indicum strain NC11(MT214231.1)

7 I
FB-3
59 57 S1
TR10
53 ZM2

TR2
100 — Asti li M6(AP018828.1)
—s2

100 Pseudomonas sp. strain K-5(MT270795.1)
ﬁ,—:w s

sp. strain KOS(MT476969.1)
ila strain D22(MT730011.1)

100

0.020
E 2 BWHESRERREEIRE RS L 5
Fig.2 Phylogenetic tree of homology between spoilage bacteria
and raw material bacteria

3 ZHig

3.1 XS E DA S A B R R S P B 32 B
WL B FEML AL ZRR. SR LS. FRL
FERZ . AR F KA BRI T e, RAL G 77
E45E 16S tDNA WA H b &G 1 3 B R T 56
T, SERRILE TTANZ R IR RHAL, B
BOR. BREREER, HA RSO U =

157 CFU/g LA b, B UK. BoRkgH B S B o 3uE
frF 4~5 CFU/g, f&H TTA NI S TE A R 5 s
s T I\ ZIRRREE BBV B B R, 7 GMP
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