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Abstract: In this study, Daqu from the Maotai-flavor liquor core production area of Maotai Town and the molds isolated from the Daqu
were used as research materials, the physicochemical indices, hydrolase activity, fungal hydrolase composition and enzyme activitiesof the Daqu
samples of five Maotai-flavor liquor distilleries were analyzed, and the relationship between the moldsof Maotai-flavor Daqu and the function of
Daqu. The results showed that the saccharification powerof Maotai-flavor Daqu differed significantly 86.91~535.06 mg/(g-h), with insignificant
differences in other physical and chemical indices. The activities of various hydrolases were detected in all the five Daqu samples, but the
differences of liquefaction enzyme, saccharification enzyme, cellulase, lipase and phytase were relatively large, which might be related to the
mold species in Daqu. In addition, the analysis of the enzyme-producing activity of the mold isolated from Daqu revealed that the isolated molds
could produce a variety of enzymes, and the activities of saccharification enzyme (0~1724.56 U/g) and neutral protease (0~2671.00 U/g) were
different. Aspergillus sp. mainly produced saccharification enzyme, protease and pectinase, Mucor sp. Mainly produced saccharification enzyme
and protease, Rhizopus sp. mainly produced saccharification enzyme, Penicillium sp. mainly produced lipase and pectinase, indicating that
molds play an important role in the formation of the enzymatic system in Daqu.
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Table 1 The physicochemical parameters in five Daqu

X K% BRI wheE  AERER BEte A1 KB wACA ALl
(mmol/10g)  /(g/100 g) /(9/kg) (mg/509-7d) (9/0.59-72h) (a/g-h) (mg/g-h)
MFO1  9.5440.07  1.40+0.02  63.84+0.00  3.28+0.00 9.68+1.49 0.09+0.01  0.01+0.00 204.21+6.61
MF02 12.13+0.05 1.2740.05 66.47£0.00  3.43+0.02 8.93+0.74 0.58+0.01  0.01+0.00 86.91+0.68
MF03  7.78+0.07 1.10+0.00 62.64+0.06  4.00+0.01 14.88+3.71 0.32+0.01 0.01+0.00 186.10+2.91
MF04 11.63#0.06  1.69+0.02  59.84+0.98  4.33+0.04 13.60£7.56 0.42+0.06 0.01+0.00 535.06+0.00
MFO5  9.10+0.03 1.66+£0.04  67.70£0.09  3.70+0.02 8.31+0.76 0.37+0.02 0.01+0.00 304.83+1.22
2 KEIRO7KAREER (U/g)
Table 2 The hydrolytic enzymes in five Daqu
A B & B izl RACH AEALE S F e
MFO01 45.72+11.59 20.66+3.00 156.60+10.45 732.58+12.87 0.00+0.00
MF02 72.19+4.23 11.70+2.42 15.68+4.83 445.65+12.66 0.00+0.00
MFO03 69.75+1.64 11.92+4.64 357.12+0.65 727.92+19.64 0.00+0.00
MF04 20.52+2.97 19.25+1.67 308.06+1.95 1263.13+42.02 45.49+1.02
MFO05 12.76+4.65 11.71+2.49 389.58+1.58 523.46+16.13 3.61+1.80
G Fot g Rl g oy B R Bl s HABR By
MFO1 0.06+0.01 3.18+0.95 147.02+4.14 0.47+0.15 4.78+1.57
MF02 0.06+0.00 23.15+7.00 124.55+20.76 0.19+0.08 1.49+0.29
MFO03 0.17+0.01 3.27+0.73 133.32+14.36 1.31+0.20 1.00+0.00
MF04 0.00+0.00 1.36+0.34 180.95+4.16 0.07+0.06 43.92+1.71
MFO05 0.00+0.00 10.24+2.79 179.96+4.14 0.12+0.05 33.61+0.58
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