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Abstract: The effects of dietary inulin on gut microbiota in inflammatory bowel disease (IBD) in mice were investigated. The mice were
fed dextran sulfate sodium (DSS) to establish IBD mice model. In this study, C57BL/6 mice were randomly divided into three groups: blank
control group (CON) was administered with distilled water, model group (IBD) was treated with distilled water containing 2.5% DSS, as well as
inulin treated with model group (INU) was administered with 2 g/kg inulin and 2.5% DSS. The body weight, fecal consistency and
hematochezia of mice in diverse groups were monitored daily. After intervention, the pathological features of colon tissue were observed by
hematoxylin-eosin staining, as well as intestinal flora diversity in feces of mice was analyzed by 16s rDNA high throughput sequencing. The
results showed that inulin administration significantly increased the body weights (p<0.05), ameliorated diarrhea, hematochezia and colonic

EBE S

SR O, X368, AR, 5 AR SRR R /s BRI T R VR A (0] B R i AH2,2020,36(12):13-21

WU Rui-li, LIU Tong, WANG Zhen, et al. Inulin regulating action of gut mirobiota in inflammatory bowel disease mice [J]. Modern Food
Science and Technology, 2020, 36(12): 13-21

Wis EIA: 2020-06-29

EEeWH: TEBARFEESTIR (2019A0179) ; TE BIAX“+ =1 E St & iK1 (EARHLIED (20168202) ; TEERKZ BIFEIIZEE (5201910752025)
fEEEN: RIW (1983-), &, MLMRE, MRAR: KERFFREXHR; XEE—EE: B (1994-), B, EEMLIARE, HRAE: FREEHE
EST

BREE: EiR (1987-), B, MLIMRE, HRAE: KELHHFEXHAR

13



MK EmBHL

tissue damage, as well as reduced disease activity index in IBD mice (p<0.05). The sequencing results indicated that after inulin supplementation,
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the relative abundance of Lactobacillus and Bifidobacterium were increased to 28.70% and 0.06% (p<0.05), respectively, compared with IBD
group, whilst the proportion of Proteobacteria was decreased to 0.66% in comparison with IBD group (p<0.05). In conclusion, inulin

administration altered the composition of gut microbiota in IBD mice via increasing probiotic Lactobacillus and Bifidobacterium and decreasing

Proteobacteria.
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