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Abstract: To control the spoilage-of fermented sausages aftef sterilization and assure safety of fermented sausage were, the microbes in

Food Science and Technology,

spoiled sausages were detected and.a microorganism strain Bl was isolated from the commercial fermented sausage. 16S rDNA sequence
analysis showed that the B1 strain belongs to Bacillus cereus. The effect of antibacterial peptide surfactin on the spore growth curve and the

effects of two salts NaCl and Na,HPO,4- 12H,0 on surfactin'inactivation of spore were studied. No significant inactivating effect of surfactin with

different concentrations (20~35 ) on the spores was found. However, the combined use of surfactin (50 and 100 pg /mL) and NaCl (3%,

5% and 9%) showed inactivation effec

he combined use of surfactin with Na,HPO,-12H,0 had no such effect.
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FA, M Clustalx #1 MEGA 7.0 #4472 HE L
BIGHEN ARG K EWIE 4. 4751, Bl HYS
IEREZEATES Bacillus cereus Chi 71 Bacillus cereus

1 GCAGCTATACATGCAGTCGAGCGAATGGATTAAGAGCTTGCTCTTATAGAAGTTAGCGG
60 CGGACGGGTGAGTAACACGTGGGTAACCTGCCCATAAGACTGGGATAACTCCGGGAAACT
120 GGGGCTAATACCGGATAACATTTT GAACCGCATGGTTCGAAATTGAAAGGCGGCTTCGGC
180 TGTCACTTATGGATGGACCCGCGTCGCATTAGCTAGTTGGTGAGGTAACGGCTCACCAAG
240 GCAACGATGCGTAGCCGACCTGAGAGGGT GATCGGCCACACTGGGACTGAGACACGGCCC
300 AGACTCCTACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGC
360 AACGCCGCGTGAGTGATGAAGGCTTTCGGGTCGTAAAACTCTGTTGTTAGGGAAGAACAA
420 GTGCTAGTTGAATAAGCTGGCACCTTGACGGTACCTAACCAGAAAGCCACGGCTAACTAC
480 GTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAA
540 GCGCGCGCAGGTGGTTICTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTC
600 ATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGA
660 AATGCGTAGAGATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTAACTGAC
720 ACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTA
780 AACGATGAGTGCTAAGTGTTAGAGGGTTTCCGCCCTTTAGTGCTGAAGTTAACGCATTAA
840 GCACTCCGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGGGCCCG
900 CACAAGCGGTGGAGCATGTGGTTTAATTTGAAGCAACGCGAAGAACCTTACCAGGTCTTIG
960 ACATCCTCTGACAACCCTAGAGATAGGGCTTICTCCTTCGGGAGCAGAGTGACAGGTGGTG

1020 CATGGTTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACC
1080 CTTGATCTTAGTTGCCATCATTTAGTTGGGCACTCTAAGGTGACTGCCGGTGACAAACCG

1140 GAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGC
1200 TACAATGGACGGTACAAAGAGCTGCAAGACCGCGAGGTGGAGCTAATCT CATAAAACCGT
1260 TCTCAGTTCGGATTGTAGGCTGCAACTCGCCTACATGAAGCTGGAATCGCTAGTAATCGC
1320 GGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGT CACACCAC

1380 GAGAGTTTGTAACACCCGAAGTCGGTGGGGTAACCTTTTGGAG CCAGCCGCTAAGTGA

% 3 B1 165 rDNA BRERESI
Fig.3 16S rDNA sequence of B1 strain
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Table 1 Homology comparisons of 16S rDNA sequence between the strain and some bacteria in genbank

HAT 4 ki HRs HRT A Fadohid
Bacﬁus cereus S TOAT I Dz4 HQ143564.1 2628 99%
Bacillus cereus AT TOATH Chi GQ280806.1 2627 99%
Bacillus cereus S AT SHO06 KP027636.1 2627 99%
Bacillus cereus A FFOATE CP1 JX544748.1 2627 99%
Bacillus cereus A FIOATE Ye33 KY317953.1 2625 99%
Bacillus cereus A FATH Se07 JN700112.1 2623 99%
Bacillus cereus A TOAT I 9 julio KM349186.1 2623 99%
Bacillus cereus A TOAT I Cr-50 JF895490.1 2621 99%

DZ4 #E—A 3, H Bl MRS ZEAIFF B Bacillus
cereus Chi [PsRZkR Riil. MAEEMN T4 e
B2 Bl B ERE RO R
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Bacillus sp.BSp-1 (KF835393.1)
Bacillus cereus strain BC-2 (KF835391.1)
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—
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Fig.4 Phylogenetic tree based on 16S rDNA sequences showing the position of B1
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Fig.5 Effect of surfactin on the spore of Bacillus cereus growth (ER BB FRFE 9 (37 'C, 150 v/min), FF7EE;
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Fig.6 Effect of NaCl on surfactin inactivation spore of Bacillus
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TR IR RO FEAE — BAL TG, X R 2 )
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KR mA # L  d
B y <A
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A NayHPO4- 12H,0 [R5 TR I 6 FEAR SRR T
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surfactin HIMEVE AN B4, (E6F 2RI RAE R
e
3 e

TER M KRR, FLRR B R PEEI R =
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T, REMS A N K ZE, {H NapHPO4- 12H,0
AR, iX AT it 5 Na,HPO, 12H,0 HIWK EHHRA — &
(IS AT S0 B ARG LR RS E A surfactin
XU A 2 AT B (0 2R R MIC {E7EEFl 250~300
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