MK EmBHL

Modern Food Science and Technology

FLEQEI B PAAME ST R

A, BBRE’, WHE:, TRE, kEZ', =SB’

(1. ARFRARFAEGFZFR, AZFRIT 028042) (2. NEFRAKRFRER, AREFET 028042)

HE: LB E At g OAFNRAN—H, EXBARRMI, BRI TZ2FRETEMARIEMALET, SRPURma.
B RO VA B AN, 3 A ia i R AR 5 A M BRI AR R 69 R, AT AR B R RA Tk ) kA P
RE ILE A . B AT AR B R R A3 e FUBA 28 1 K R R e ik TARATIRE 6 R AR S R, i FE IR0 Z @ 6%
BRI G, AR ERG AR B HART M, AEFEHT, EHBTIRAT, @Ieh RIEZARG R E. 85K,
By, g, ERAENT, XAREFLAEE. ST IREA AT B R FUBR A 69 AE B, A AR FLBRE #
I8 AR RAE— T 0 B, A A TIBRE 69 T AL A

KA JLRRE; A MREERE; RiEF

NEES: 1673-9078(2019)01-281-287

2019, Vol.35, No.1

DOI: 10.13982/j.mfst.1673-9078.2019.1.040

Research Progress on Heat Stress of Lactic Acid Bacteria

MAN Li-li*, XIANG Dian-jun?, BU Ri-e', WANG Si-zhen', ZHANG Chun-lan’, GONG Xiao-xu?
(1.College of Life Science, Inner Mongolia University for Nationalities, Tongliao 028042, China)
(2. College of Agriculture, Inner Mongolia University for Nationalities, Tongliao 028042, China)

Abstract: Lactic acid bacteria (LAB), like other free-living microorganisms, are usually exposed to various environmental stress
conditions in the course of microbial fermentation, food processing and storage, which include starvation stress, osmotic stress, and heat stress.
Enhancement of stress resistance is considered an effective strategy for better cell growth and increased the yield of metabolites. Heat stress is
probably the most common stress, which bacteria and other organisms are confronted in the natural world and industrial applications. Some
studies had demonstrated that LAB from different habitats responded to a sudden increase in temperature by rapid changes in gene expression
resulting in elevated levels of heat-shock proteins (HSPs). Under normal conditions, HSPs assist in receptor regulation, cytoskeleton stabilization,
and protein folding, assembly, transport, degradation, and under heat stress these functions become especially important. In this paper, the
tolerance mechanism of heat stress in LAB and heat stress reaction of different LAB were discussed in order to provide a theoretical reference
for the study of the heat stress response mechanism in LAB and to facilitate the industrial application of LAB.
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