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Abstract: In this study, SDS-PAGE was used for separa
used for identifying. It found that there were 201 kinds o

ing of different component protein parts in milk, and mass spectrometry was

ilk fat globule membrane, 96 kinds of protein in whey, and 43 kinds of
protein in exosome and in these proteins, there were 27 of the:same expression protein. It found that the function of milk fat globule
protein in the process of biological process was higher than whey p(otein and milk exosome protein, especially in biological regulation through
the functional analysis of GO. In the molecular function, the main molecular function of different proteins in milk is the combination, and the
function of milk fat globule proteins is the strongest. Exosome proteins involved in the molecule function of transport activity are greater than

the milk fat globule membrane and whey proteins: Milk exosome involving in more cellular composition is the membrane, compared with whey

and milk exosome, MFGM protein involved in cellular composition are more. KEGG pathway analysis shown that milk fat globule membrane,

whey, milk exosome involved in metabolic pathways are not the same, metabolic pathways involved in the three parts was the peroxisome
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FFLENTERAE (Milk fat globule membranes, MFGM )
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Fig. 1 SDS-PAGE chart of MFGM, whey, exosome protein in
milk
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Fig.2 Two stage mass spectrometry of the
AlYQB2-DDQNPHSSNICNISCD

250
200
150

100 |

HEARFIE /T

s .

‘ MFGM{EI-’II AlEEA AKEA i S
3 4 A MFeM. FLE. FLRIERLARK
Fig.3 Compositions of MFGM, whey, exosome protein in milk
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Fig. 4 The Venn diagram of MFGM, whey, exosome protein in
milk
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Fig.6 Molecular Function of MFGM, whey, exosome protein
in milk
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Fig.7 Cellular Component of MFGM, whey, exosome protein
in milk
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Fig. 8 Proteins involved in PPAR signaling pathway of different
component protein parts in milk
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Table &' KEGG Pathway of the ¢fferent component protein parts in milk
KEGG Pathwiggam MFGM %@ LEES rEg Bxa
count ‘Percent/% count Percent /% count Percent /% count Percent /%
PPAR signaling path 4 L 7.5 4 10.5 2 10.5
Complement and:coagulation cascades 3 79
tabolism 2 53
SN i ctk&n vesicular transport 3 32
A%ium ignaling pathway 5 5.4
ng-'term potentiation 3 32
2 &5 KeGG RFHBEHIER
Table 2 Proteins involved in KEGG pathway
Uniprot &% % F4 4k FUR BB HFEA  FoEP
P26201 Ao MRAB R G 472 529 5.20
QOVCZ8 BLAL-CoA & B 699 78.2 7.21
P15497 BIEEA Al 265 30.3 597
P81644 HIEEG Al 100 11.2 8.10
P19035 #HA5& G C-II 96 10.7 5.11
P10790 Y e =] 133 14.8 7.34
TR
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