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Abstract: Baoning vinegar had a unique flavor due to lex microbial system and unique brewing process. The flavor substances

and nutrients were mainly produced by fermentation of vari al microorganisms. Lactobacillus was one of the most important strains,

which played an important role in theformation of flavors nutfients in Baoning vinegar. In this study, 12 strains of lactic acid bacteria were
isolated from Baoning vinegar koji by dilution separation methods. Lactobacillus L7 was obtained with an acid-producing rate of 1.62% and
polysaccharide yield of 191.98 mg/L, and was identified as Lactobacillusfemertum. . HPLC analysis showed that the contents of
3-hydroxy-2-butanone and acetic acid in fermentation broth were 36.22% and 45.76% respectively, and the contents of lactic acid and acetic acid

were 66.56 mg/100.mL and 1

g/100 mL, respectively. These results suggested that the strain L7 would be beneficial to improve the

vinegar acidity.and “ligustrazine con Consequently, the polysaccharide-producing lactic acid bacteria played an important role in the

vinegar fe ta process, and the Lactobacillus obtained in this study had significance for improving the fermentation process and
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Table 3 Volatile components of the fermentation broth of lactic acid bacteria L7

5 4%% B 18] /min Fe L AR g XL AR e
O REER L7 R B
1 11.205 1-Butanol, 3-methyl- F KB 7158
2 11.205 1-Butanol, 3-methyl-, formate BT R
3 12.358 Pyrazine, methyl- 2-W Hootbek 17.48 0.50
4 12.685 2-Butanone, 3-hydroxy- 3-%HK2-THA 36.22
5 13.51 Pyrazine, 2,5-dimethyl- 2,5- =% Hotkok 8.78
6 14.834 Acetic acid TR 45.76
7 14.834 Ammonium acetate T - :
8 16,312 Benzaldehyde e VT /5030
9 16.587 2,3-Butanediol 2,3-T 8% 3.02
10 16.587 2,3-Butanediol, [S-(R*,R*)]- (28,3S)-(+)-2,3-T =8¢ -
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12 18.375 Oxime-, methoxy-phenyl- ¥ %X\ﬂ% 1.14
13 21.015 Phenylethyl Alcohol RLE 1.73
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Table 4 Detection of organic acid in the fermentation broth
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