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Abstract: To obtain high-glutamine oligopeptide, eight kinds of proteases .including Pancreatin, Alcalase, Neutrase, Pepsin, Acidic
protease, Protamex and Flavourzyme were used during gluten hydrolysis process. The releasing characteristic of glutamine peptide was
analyzed. Alcalase and Protamex were screened asthe best hydrolytic enzyme. Compared with other enzy mes, Alcalase and Pratamex gave the
effective hydrolysis and minimized protease damaging effects of amide groups, with the effective product of glutamine content up to 20%, and
molecular weight below 3000 Da was Up to 95%. In particularly; 75% of Alcalase hydrolysates had molecular weight less than 1000 Da.
Compared with previous studies, the molecular weight distribution was used as an important basis to choose protease instead of DH, which can
accurately reflect the features of enzymatic hydrolysisand avoid interference with free amino acid.
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Table 1 The hydrolytic condition of gluten by different proteases

& Qs £ pH BEIC
Pancreatin 8.5 37
Alcalase 8.5 50
Alcalase2.4L 8.5 55
Protamex 7.0 50
Flavourzyme 7.0 50
Neutrase 7.0 50
Acidic protease 3.0 37
Pepsin 2.0 37
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Fig.1 The DH curve of different proteases
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proteases

B 18] /h

55 £
Sk 05 1 3 8

Flavourzyme 47.85+1.85 14.9740.67 5.3240.23 2.9940.14

Alcalase 17.0940.68 11.4040.43 6.1440.25 4.2840.16
Pancreatin ~ 39.91+1.52 19.9630.80 13.3035.05 7.48+40.29
Neutrase ~ 34.21+1.09 21.7740.91 14.9740.55 8.264).27

Alcalase2.4L  59.8742.51 34.21+1.27 17.1140.72 9.9840.41
80.00+3.53 59.88+2.46 26.6040.82 12.61+0.50
Acidic protease239.48+10.24119.7444.7847.90+2.06 23.95+1.02

Pepsin 119.7444.42 79.8343.51 59.8742.69 39.91+1.40
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