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Abstract: Microorganisms play an important role in tobacco aroma improving. T he tobacco samp les were selected from five areas (Bijie,
Chuxiong, Kunming, Qujing, and Xiangxian) of three years (2007, 2008 and 2009), using nutrient agar for purification, and then cultured in the
screening xy lanase base for rescreening. The xylanaseproducing strains was screened by determining the appear transparent circles among the
colonies after Congo red staining. The xylanase activities of these strains were measured by 3,5-Dinitrosalicy licacid (DNS). Qb4 strain, which
had higher xylanase activity, were identified as Bacillus"methylotrophilus by analysis of its momhological, physiological and biochemical
characteristics, carbon source utilization and the 16SrRNAconserved sequence.
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Table 2 The Total number of strains in each group
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Fig.1 The Transparent zone Around the Strains After Dyeingby
Congo Red Agent

23 FARRENEERE HER

Xt BLESURRIREAT P BB e, 45 SRR 3.
TK i Pl ELAR 5 T AR LA ORI T DAAE e o il
Ko B ) 73 PREFREAT AT PR I i 8 , 75 21

30 PRAEFS AR BB AR, X IR B R FHH I A7t
ITIRAE . H KR B R 95 : Qbd. Q2.
Xa3. Xc4. Xc7. Xc8. Kb2. Bb9. Bbl5, FLIubkid .

EYERIZEE, SREMIEFKEEESRRD, &
Ja Ve LR E i ) 2008 47 FIRE Al i) Qb4 5B
PRHEATHE— B0 7, %% . pHAFME. DNA P2,

1201
y=0.6397x+0.0022

100 L R*=0.9989
_0.80
g {
c 0.60F

0.40 -

0,20 -

.00 ¢

0000 0200 0400 0600 0800 1000 1200 1400 1.600
AL / (mg/mL)
(] 2 DNS SEMEL R FEFRE L

Fig.2 Measurement of reducing sugar standard curve
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Table 3 Measurement results of xylanase activity
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Fig.3 The colony morphology of strain Qb4
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Table 4 Physiological and biochemical characteristics

of Strain 8
I R
FLREE +
12 fid Bl RS +
AR e K R +
K1l Y-952
FHER TR AX AR +
Ay KR +
A=A
V-P X e

E:ol, MM+, 20 AR,

2.5 16SrRNA | 5 45 &

2660



M EmBHL

Modern Food Science and Technology

2013, Vol.29, No.11

5 WRFI AL

Table 5 The usage of carbon source by the strain
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Fig.5 Phylogenetic tree
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Fig.4 16S rRNAgene sequence of the strain Qb4
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1 CCTTGGCCCC TTCGGCGGCT GGCTCATAAA
61 CTCTCGTGGT GTGACGGGCG GTGTGTACAA
121 GATCCGCGAT TACTAGCGAT TCCAGCTTCA
181 TGAGAACAGA TTTATGGGAT TGGCTAAACC
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