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Effect of Aqueous Extracts of Six Flavoring Materials.on the Construction

of Two Rats’ Colonic Bacteria
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Abstract: Six flavoring materials, including cinnamon, ginger, clove, fennel seeds, black pepper and wild pepper, showed regulation effect

on the gastrointestinal dysfunction. This paper investigated their effects on rats’ colonic bacteria of Clostridium cluster 1V and Bacteriod by
terminal restriction fragment length poly morphism (tRFLP) after rats had been orally administrated the aqueous extract of six materials for one
month. The results showed the extracts-of six materials showed significant effect on the distribution of gut microflora. Especially, the aqueous
extracts of cinnamon and clove significantly decreased the rate of Clostridium cluster 1V and Bacteriod, while the other extracts showed

opposite functions. M eanwhile, some fragments such'as 89 and 172 bp of Clostridium, 76 and 614bp of Bacteriod, were significantly changed,

which finally induced the very low similarity of colonic microbiota (<40% similarity of Bacteriod).
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Table 1 Total peak areasof Clostridium cluster IV.and Bacteroid

in rat colon

i WAL IVEME  WATHEmH
3} A8 4 6265043650 2179541057
P AR 2305042101**  24794+1529*%
THA 3670443002** = 2625042467
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e 4996644533**  125861025**
AR 4019441824**  12226+1333**
FEm 5797442537 25798+1508**

Er rRR S AAL P<00L, ERMEF; *ATSH
T8 48 4L P<0.05, £+ 2% .
R 2 ANMEFERXIRE R |VIRME T-RFLP BT A 11F01
—
Table 2 Diversity and evenness of Clostridium cluster 1V based
on the T-RFLP profiles (Hha I digest) from the different

samples
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ik 4 1.49 0.75
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F£4 6 1.48 0.57
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Fig.1 Total peaks areas of Clostridium class IV in rat colonic
contents after ingested the aqueous extracts of six flavoring
materials
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Table 3 Multiple-incidence-based similarities of colonic

bacterial communities between control and tested samples

calculated based on TRFLP incidence profiles of colonic

samples
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Table 4 Diversity and evenness of Bacteriod based on the

T-RFLP profiles (Hha I digest) from the different samples
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Fig.2 Total peaks areasof Bacteriod in rat colonic contents after

being fed with the aqueous extracts of six flavoring materials
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