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Abstract: Six strains of halotolerant yeast were isolated from the high-salt-liquid-state fermentation of the self-made soy sauce mash.

They were cultivated with 3.0 mol/L NaCl on solid medium, and then the characteristics of colony were detected at different time. Two strains

(5# and 6#) with the best salt tolerance ability, high activity and high alcohols production were selected. The strains were found &

Zygosaccharomyces rouxii by morphological, physiological and biochemical, 18SrDNA identification.
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Table 1 Morphological identification of isolated 6 candidate yeast strains
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Fig.1 Morphological parameter of isolated yeast strains stained
with methylene blue
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Fig.3 Phylogenetic tree of yeast 5# (A) and 6# (B) based on 18S
rDNAsequence
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Table 3 Growth of the yeast strains in solid medium with

different NaCl concentrations
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Fig.4 Growth curve of the yeast strain 5# in solid YEPD
medium with different NaCl concentrations at 28°C
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Fig.5 Growth curve of the yeast strain 6# in solid YEPD
medium with different NaCl concentrations at 28°C
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