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DENG Ju-yun
(Rural Science and Technology Dvevlopment Center of Hunan Province, Changsha 410001, China)

Abstract: The current research status of microbial alkaline protease and its application at home and abroad were summarized. The

producing strains, gene structure and properties of the alkaline protease, the screening and culturing of engineering strains with high production

of the alkaline protease were introduced and the develop of alkaline protease was forecasted according to current applications studies.
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