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Abstract: To screen for safe strains of Enterococcus faecalis, stool samples were collected from healthy 1-month-old
infants and strains were cultured in MRS medium. A total of 64 E. faecalis strains were identified via 16S rRNA sequencing.
Among them, 16 were selected for in vitro safety evaluation, and their hemolytic property, antibiotic sensitivity, and six
virulence genes were determined. Based on the hemolysis results, the 16 strains of E. faecalis did not exhibit f-hemolysis.
Further, the antibiotic sensitivity tests revealed that the strains were highly resistant to tetracycline (56.25%) and erythromycin
(43.75%), followed by penicillin (37.50%) and ciprofloxacin (31.25%). No vancomycin- and teicoplanin-resistant strains
were found. Eight relatively safe strains were identified based on the above experiments, and five virulence genes: ace, asal,
efad, cyl4, and gelE, were subsequently determined, with ace” efad” gelE™ as the dominant mode. Finally, four candidate
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strains of E. faecalis, namely LX29, LX31, LX41, and LX50, were acquired after comprehensive evaluation. Overall, our

findings lay the foundation for subsequent functional research and product development.
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Table 1 Criteria for determination of drug sensitive paper
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saEE 15pg =23 1422 <13 22~30
wWHE  30pg =19 15~18 <14 24~30
+E% 10U =15 — <14 26~37
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Table 2 Related information of primer
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Fig.2 Phylogenetic tree of 16S rRNA gene sequence of strain
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Table 3 The results of drug susceptibility test and the judgment of drug resistance

Btk AP B A2 /mm

w5 u%% W g 54 nEEE BHET AEF KA 2
LX51  18.50+0.47(I) 6.00+£0.00(R)  15.50+0.82(S)  18.00+0.00(S)  17.00+0.00(S)  12.00+0.00(R)  20.50+0.47(S)
LX28 10.33+0.47(R)  27.33£0.47(S)  15.00+0.94(S)  23.00+0.00(S)  18.50+0.47(S)  23.00+£0.00(S)  20.50+0.47(S)
LX33 9.67£0.47(R)  27.33x0.47(S)  9.00+1.41(R)  21.50+0.47(S)  17.00+0.00(S)  23.00+0.47(S) 19.00+0.82(1)
LX40 11.00+0.00(R)  25.00+0.82(S)  6.00+0.00(R)  27.00+0.00(S)  21.00+0.94(S)  20.00+0.00(S) 6.00+0.00(R)
LX12 10.33£0.47(R)  27.00+£0.82(S)  6.00+0.00(R)  25.50+0.47(S)  18.50+0.82(S)  20.50+0.47(S) 6.00+0.00(R)
LX31 24.50+0.50(S)  22.50+0.50(S)  17.50+0.50(S)  17.00+0.00(S)  16.00+0.00(S)  21.50+0.50(S) 18.50+0.50(1)
LX36  6.00+0.00(R) 6.00+0.00(R) 6.00+£0.00(R)  20.00+0.00(S)  18.50+0.50(S)  20.50+0.50(S)  11.00+0.00(R)
LX37  20.50+0.50(T) 6.00+£0.00(R)  18.00+0.00(S)  18.00+0.00(S)  19.00+0.00(S)  20.50+0.50(S)  21.50+0.50(S)
LX50  19.50+0.50(T) 6.00+£0.00(R)  17.50+0.50(S)  17.50+0.50(S)  18.50+0.50(S)  17.50+0.50(I)  22.50+0.50(S)
LX38  6.00+0.00(R) 6.00+0.00(R) 6.00+£0.00(R)  22.00+0.00(S)  21.50+0.50(S)  19.50+0.50(S)  12.00+0.00(R)
LX52  20.50+0.50(T) 6.00£0.00(R)  19.50+0.50(S)  17.00+1.00(S)  17.00+0.00(S)  6.00+0.00(R) 22.50+0.50(S)
LX45  15.50+0.50(1) 6.00+0.00(R) 6.00+£0.00(R)  21.50+£0.50(S)  17.50+0.50(S)  24.50+0.50(S) 6.00+0.00(R)
LX29 12.50+0.50(R)  27.50+0.50(S)  16.50+0.50(S)  21.00+0.00(S)  17.50+0.50(S)  25.00+0.00(S)  25.50+0.50(S)
LX13  22.50+0.50(I)  24.00+£0.00(S)  18.00+0.00(S)  16.50+0.50(I)  16.00+0.00(S)  23.00+0.00(S) 17.50+0.50(T)
LX41  18.50+0.50(I) 8.00+0.00(R)  20.00+0.00(S)  18.50+0.50(S)  18.00+0.00(S)  22.50+0.50(S)  22.00+0.00(S)
LX39 14.50+0.50(I)  11.00+0.00(R)  18.50+0.50(S)  20.00+0.00(S)  17.50+0.50(S)  21.00+1.00(S) 16.50+0.50(1)

E: T A ARBARE, SHE, 1FA, RaZy; MIEH Staphylococcus aureus ATCC25923 #9377 H B A A ERIZTEE A .

B4 HHEIHRER
Fig.4 Detection result of antimicrobial susceptibility test
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) 2 #k efad " 2% BR A 8 S Sh ) BobE TR I 5
Ja, WOAENLZEEK. WAL R, Aib
SRR HY B LA, I A W S R T A — B
PRt SRS LEX RN AR R ks
NI — P 0 2 AT R AV
k4 SHERSITER

Table 4 Statistics of virulence genes

£y EEaS iR

AR LX13 LX28 LX29 LX31 LX37 LX39 LX41 LX50
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Fig.5 The growth curve of Enterococcus faecalis
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Fig.6 The acid production curve of Enterococcus faecalis
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