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Abstract: This research investigated 147 samples collected from diarrhea pigs, healthy pigs and environment of a large-scale farm in
Guangzhou. Escherichia coli strains were isolated and identified according to GB 4789.6-2016, and their susceptibility to 12 antibiotics and
corresponding resistance genes were analyzed using the K-B disc diffusion method and polymerase chain reaction (PCR), respectively. Results
revealed a total of 115 strains of E. coli. Drug resistance to sulfamethoxazole, levofloxacin, gatifloxacin and ciprofloxacin was high (over 30%),
to gentamicin, ceftazidime and Aztreonam was moderate (20%~30%), and to polymyxin B, tigecycline and imipenem was relatively low (<
15%), with sensitivity to meropenem also detected. Multi-drug resistance (resistance to strains > 3) was observed in 46.09% strains, with the
strains from the diarrhea pigs being more resistant than those of the healthy pigs and environmental samples (p < 0.05, y2-test). The isolated
strains carried high levels of genes encoding resistance to drugs, among which the detection rates of an#(3")- I a, aac(3")- [ b, sull, aac(3)- IIb,
blargy, blacry, tetM genes over 50%, thus suggesting the major resistance mechanism for the strains isolated in this study. The results of present
study indicated the serious contamination with E.coli strains in this farm and their high antibiotic resistance. Relevant departments should
provide supervision and guidance on the use of appropriate antibiotics for the effective prevention and treatment of diarrhea pigs.
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Table 1 Primer sequences used for PCR amplification

XA 314 7453 (5-3) B B KM bp BKIBE/C
' UidA-F ATGCCAGTCCAGCGTTTTTGC 1487 55
i widA-R AAAGTGTGGGTCAATAATCAGGAAGTC
sull-F TTCGGCATTCTGAATCTCAC 822 53
sull sull-R ATGATCTAACCCTCGGTCTC
qurA-F TTCAGCAAGAGGATTTCTCA 628 55
gnrd qnrA-R GGCAGCACTATTACTCCCAA
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Table 2 Prevalence of E.coli from pig farm in Guangzhou
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Table 3 Antibiotic susceptibility of E.coli strains isolated in this study

HME%

s Py PREATHAEAR HERATHAER ¥ B IR A Bt
(n=83) (n=25) (n=7) (n=115)
Af sk A7 #r 82(98.79) 25(100.00) 7(100.00) 62(99.13)
LR 2 53(63.86) 3(12.00) 6(85.71) 62(53.91)
AR R sy 2 48(57.83) 3(12.00) 5(71.43) 56(48.70)
A E 36(43.37) 0(0.00) 6(85.71) 42(36.52)
AAEFE KXEE 23(27.71) 1(4.00) 2(28.57) 26(22.61)
SkIetemE 28(33.73) 3(12.00) 5(71.43) 36(31.30)
ER 1) 29(34.94) 0(0.00) 4(57.14) 33(28.70)

B~ B koo AT 10(12.05) 0(0.00) 0(0.00) 11(9.57)
b= 2(2.41) 0(0.00) 0(0.00) 2(1.74)

ES 22 0(0.00) 0(0.00) 0(0.00) 0(0.00)

IES IR 4(4.82) 0(0.00) 0(0.00) 4(3.48)
% 2HHEB 10(12.05) 3(12.00) 0(0.00) 13(11.30)
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Fig.1 Multi-Antimicrobial resistance of E.coli strains isolated in
the study
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Table 4 Detection rate of antibiotic resistance genes of 6 kinds
of drug-resistance E.coli strains isolated in this study
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gnrA 0 0.00
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R ANE b6 ant(3")- [ a 19 73.08
HFHE aac(3")- Ib 22 84.62
aac(3)- /Ib 22 84.62
ﬂ_ m ﬁ;t blagHV 0 0.00
o 42 blarem 26 73.81
733
blaCTX 31 61.90
tetk 0 0.00
W& 4
tetM 4 100.00
mer-1 0 0.00
%k 13
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