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Abstract: Sourdough, yeast-fermented dough, and Lactobacillus-fermented dough were prepared with wheat flour, yeast, and
Lactobacillus plantarum M616 and the protein degradation and the peptide formation patterns were studied via by SDS-PAGE, the changes in
protein content were analyzed by Bradford method, and the formed peptide content was measured using HPLC. The results showed that yeast
had almost no effect on the degradation of proteins in the-dough. Lactobacillus plantarum M616 played a relatively important role in protein
degraded during fermentation, demonstrated by the'gradual decrease in the content of proteins during fermentation, which was the most obvious
at 4~10 h. Additionally, the degradation of soluble proteins and of those with medium molecular weight was the most obvious. The content of
gliadins increased first and then decreased at 0-10 h. The analysis of the content of peptides before and after fermentation indicted that L.

plantarum M616 could promote the formation and.accumulation of peptides in the dough.
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Table 2 Changes in gliadin content of dough during

fermentation

P BE %61 2= /(mg/g)
MEHLABOR . RaOd SIBMALEOA
0 2.3440.12° 2.334019' 2:34:40:19
2 2.3530.09% 2444043"  2.4040.13f
4 2.3440.13° 24940159 2/6440.16°
6 2.3440.10° 2574017 2.7040.07°
8 2.3340.122 2.9540.11¢  3.4310.19°
10 23140142 3.1640.13°  3.5440.18°
12 2.3340,09° 3.0040.11°  3.4040.12°
14 2.3040.13% 2.984009°  3.2240.13°
16 2.3140.11° 2.7940.14°  3.1640.15°
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Table 3 Changes in glutenin content of dough during

AR B R B ) B2 B FUBR ) & B & ) fermentation

0 0.9540.09% 0.9540.013° 0.9640.09°% " Z45%& 88 =2/(mglg)
2 0.9540.11% . 0.9540.011° 0.9420.14° BEHLAHOE BRad IARELAHER
4 0.9540.08% 10.8740.08 0.7140.11° 0 3.1340.13% 3.2040.17% 3.2240.14°
6 0.9540.14%  0.7240.10° 0.5740.07° 2 3.200.09° 2.9020.11° 2.5840.09°
8 09640.06°  0.5740.11° 0.4440.12° 4 3.0840.17% 2.3140.14° 1.9240.11°
10 0.9640.10°  0.4940.13° 0.3920.09° 6 3.2240.11° 1.5140.09° 1.5249,08°
12 0.9340.09°  0.4140.09° 0.3020.08° 8 3.2240.14% 1.1340.07° 1.3240.14°
14 0.9240.14*  0.3240.11° 0.1940.10° 10 3.2040.10% 0.9040.15 1.1420.16
16 0.93#.11°  0.3040.07° 0.1840.11° 12 32340 09° 0.7149.13° 0.96:46.06°
E: RFPE I HERR LATFERAEEHER 14 3.2440.15° 0.6020.16" 0.8240.09"

(P<0.05) ; H#AAHM 3 KIPEIHE, X5, FH. 16 3.2530.11° 0.5246.11' 0.6440.11'

W1 1P, LR IR A R AR At T ] K
B AS EE KRBT E R R, 25 16h 1)

ZAE AR IR T E AR EEZH R W 3
1, BEE AR TR AE G, R AN LIR 1 i I T 4]

71



R BRBHL

Modern Food Science and Technology

2015, Vol.31, No.10

W, EREANSELSHENRGES, LAERTE
FEein . TMERE R A 2245 5 A ARG AL
0~6 h [F] LR 1 & Pk TH] 106 22 25 B 1A PO P Aok R s 1
TERTHI A R %, 2 e/ )y, 75 16 h 4353153 0.516
mg/g 1 0.642 mg/g. IEIE AR, A LR 1
AR B TH H A i A B A IR B ARIE R, XS
THEARIZIE, FEE KRR

23 REFHHT %K EH R

a 25
20
jos}
<
E I5F
=} 9
2 10 4 6
5 1 78
2
LG :
= — 1
0 10 20 30 40
[ 8] / min
b 25
20
?C 15
g
H
#

0 10 20 30 40
[ 8] / min

B2 BSRABEEAG SRS SNTN

Fig.2 Changes in peptide content of yeast-fermented dough
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