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the Detection of Bacteria in Sausage Samples
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Abstract: In order to develop a method that rapidly detect and enumerate the bacteria in sausage samples. The Fluorescence in situ
hybridization (FISH) technique with EUB338 probe was established and optimized. Three different cell-fixing methods were contrasted and
results showed that the optimal conditions for sample preparation were 4% paraformaldehy de, fixed time 15 min, at 4Cand heat fixed time 2 h
at 46 “C.The optimal condition for hy bridization was 3 h hybridized a 46°C with 225 mmol/L NaCl concentration in washing buffer. Compared
to the Plate count method, the optimized FISH method was more sensitive and quicker while used to enumerate the bacteria in sausage samples.

The FISH method can be used as an effective and convenient tool for the detection and enumeration of bacteria in food samplles.
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Table 3 Intuitive analysis for hybrid optimization

A B C =27 RAIERE
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1 1 1 1 1 1.806
2 1 2 2 2 2.016
3 1 3 3 3 1.974
4 2 1 2 3 3.990
5 2 2 3 1 9.492
6 2 3 1 2 4.410
7 3 1 3 2 1.890
8 3 2 1 3 2.646
9 3 3 2 1 1.806
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Fig.1 Photographs of E. coli (a: optical photo; b: fluorescence
photo)
2.4 KERIRES DGR AT IR TS

424

K FH _E3 B SEIRV AR 9 ST 25 07 72
S R IL KRR, SH IER. AT YR KRRz )
S b B RO A TR, AN 2 B, BRSO N
5], RIMAETSCRI SR N AAE FRAEE . F it
FISH {+#0R1 EFR ) LB PR+ # b &7 %0: FISH
THEECP IR T B R, BAkgs Rink 4 7R .

2 SH K RRRZ#¥SAY FISH ZHE # M A0RE
Fig 2 Fluorescent microscopic view of bacteriahybridized with
EUB338 probe
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Table 4 Enumeration of bacteria in sausage samples by Plate

counting method and FISH method
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