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Abstract: Vibrio parahaemolyticus is a major food-borne pathogens cause of bacterial food poisoning of our coastal areas, the main

reason is the hemolytic toxin secreted by Vibrio parahaemolyticus, TDH is the principal pathogenic factor. The progress of physicochemical

properties, genetics, pathogenic mechanism and detection methods of the TDH toxin was summarized, which will provide a reference for the

research methods and ideas of the TDH toxin in the future, and put forward the prospects for the future research directions.
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