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Abstract: 29 strains of endophytic fungi were isolated from A.roxburghii, and 7 strains belonged to Rhizoctnia sp. Basing on the culture

modality of Rhizoctnia sp, tests of anastomosis group and analysis of 5.8S IDNA-ITS, J1, F1, F7 were found to belongto binucleate Rhizoctonia

AG-P. Fland F7 were in the same sub-group, and J1 was in-a single sub-group: G1, G3, G5 and G6 were pilot concluded belonging to

Moniliopsis of multinucleate Rhizoctoniafrom orchid.
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Fig.1 Nucleolus coloration of Rhizoctionia sp.
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Table 1 Highest similarity sequences to each isolate from the

GenBank datebase

R AL 7

#

. . FiEED
S BiLg At FE kR

F/%

J1 DQ885776 Ceratobasidium sp.AG-P unknown China 98
F1 AB286941 Ceratobasidium sp.AG-Punknown Japan 97
F7 AB286941 Ceratobasidium sp.AG-P unknown' Japan 97
G1 AJ318435 orchids Singapore 95
G3 DQ301760 Ceratobasidium sp.AG-P / kale Brazil 94

G5 DQ301760 Ceratobasidium sp.AG-P  kale Brazil 95
G6 AJ318435 orchids Singapore 95

Rhizoctonia solani

Rhizoctonia solani
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Fig.2 NJ tree based on 5.8SrDNA-ITS analysis of Rhizoctnia sp.
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